Severe acute respiratory syndrome coronavirus 2 = SARS CoV-2

SARS CoV-2 causes COVID-19
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Air Sampler for Virus Aerosols that Operates via a
Water Condensation Process Aerosol inlet a
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Prototype of a highly efficient (effective) air sampler developed at UF that works well
for collecting virus aerosols and maintaining the viability of the collected virus particles.
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